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Nespolo (2018) analyses our paper (Dimova & Devedjiev, 2018) from the point of view of

crystallography that studies the asymmetric unit of the crystals. From this point of view,

the crystal lattice is indeed a mathematical abstraction – a three-dimensional array of

identical units. We analyze protein crystals as physical objects and demonstrate that the

units in the crystal may not be identical in the same volume and at the same time. To the

best of our knowledge this is a new concept that has not been proposed before.
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